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1. 00 S 1H B b el ;. 5\ Start > All programs > Applied

Software

Biosystems > ViiA 7 Software > ViiA 7 Software v1.X g & . #HEAFH

T 5 % £ “Experiment Setup”

ViiA™ 7 Software B e s

Set Up
‘
. Experiment l-. o Analyze
= s Instrument :"'""“"‘*
emplate peae xpression

Study

© restiwr

2. iEFE“Setup” T B “Experiment Properties” 7 -

> How do you want to identify this experiment?
G . Setup * Experiment Name: |2014-04-01 152453 Comments: ]
Barcode:
User Name: v
Define
Which block are you using to run the experiment?
Assign r
s 384-Well Block ! Array Card Block J‘ L 96-Well Block (0.2mL) ] L Fast 96-Well Block (0.1mL) |
Run Method

What type of experiment do you want to set up?

Materials List

s Standard Curve . Relative Standard Curve | L Comparative Cr (AACT) J { Melt Curve

High Resolution Melt ! Genotyping I Presence/Absence J

Ao

l i v/ TagMan® Reagents _ SYBR® Green Reagents | ! Other J

F- v Standard ( Fast
- {

2.1 I N2 4 FR (Experiment Name).

rie  EOK NSUUMeNnt  AN3yss 1005  Hep

] New Experiment - (55 Open... [l Save - £ Close [ Import... - 49 & Print Report...

Experiment: 2014-04-01 152453 Type: Standard Curve Reagents: TagMan® Reagents
> How do you want to id :ntify this experiment?
W . Setwp * Experiment Name: | 2014-04-01 152453 Comments:

Barcode:

W e Hame:
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2.2 1%F% Block 2K 7Y,

Which block are you using to run the experiment?

v 384-Well Block Array Card Block 96-Well Block (0.2mL) Fast 96-Well Block (0.1mL) J

2.3 RPN B E IR, “Comparative Cr”

What type of experiment do you want to set up?

L Standard Curve J | Relative Standard Curve J v Comparative Cr (AACT) L Melt Curve

High Resolution Melt Genotyping Presence/Absence

‘A

2.4 EFLF TS, Tagman FREFEIEFE“Tagman Reagents”, SYBR 4k}
12:1% B “SYBR Green Reagents” .

Which reagents do you want to use to detect the target sequence?

v/ TagMan® Reagents L SYBR® Green Reagents J | Other J

2.5 HIETE A . il Rk B “Standard”, PRI T IE B “Fast” .

What properties do you want for the instrument run?

¥ Standard Fast J

3. LB “Setup” T ) “Define” FL 1 15 & 3 K 4 K (Target) FIEE i A4 K
(Sample).

Fle Edt Instrument Analysis Tools Help

=] New Experiment (25 Open... [ Save + E5 Close [y} Import... - 4B Create Side... &) Print Report...

|:| Experiment: ViiA796-Well Compa... Type: Comparative Cr (AACT) Reagents: TagMan® Reagents

[a \ Setup

Target Name Reporter Quencher Color Sample Name Color
Experiment
Properties TGF-B FAM v |NFQ-MGB V_ v Lung _ v
GAPDH VIC v [NFQ-MGB v_ v | [Lver _ v

K Heart _ v
SN |

Brain

Run Method

Materials List
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3.1 /£ “Targets” T midi“New”, ¥INAFMIZELE . 7E“Target Name” 4 %
HILR A FR, “Reporter” Fl1“Quencher” ik FEFTAR 1L [12% 6 5 [
SR BB, X T“Quencher”[Fik ¥, WIRZE MGB R4, 151k
£ NFQ-MGB; 15 /2 TAMRA 8%, 15EF: TAMRA; W2 I
e JE 2B A2 6 K Jk A ) 36 4 None .

3.2 /E“Samples” I st “New”, ¥NHIFAFIIAE . 7E“Sample Name” H
DB AL T AR o

3.3 7E“Analysis Settings” T 15 & 1) “Reference Sample” (X REFF

i) F1“Endogenous Control” (NZIEHD .

2] New Experiment - (&5 Open... fd Save ~ E£5 Close ') Import... ~ & Create Shde... &} Print Report...

H Experiment: ViiA796-Well Compa... Type: Comparative Cr (AACT) Reagents: TagMan® Reagents

Target Name Reporter Quencher Color Sample Name Color
Experimen t
Properties TGF-8 FAM v |NFQ-MGB v_ v | [ng _ v
GAPDH VIC v INFQ-MGB v_ v Liver _ v

. Heart _ v
=ogn

Brain | v

Biological Replicate Groups Analysis Settings
New Delete

— Biological Group Name | Color Comments
T
Iy
I A
Reference Sample: Liver v

Endogenous Control: |(GAPDH N
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4. e Setup” I K “Assign” Fi I G 4B FF A AR o Al B s B 428 BT 9L DA
WFEINAL, SRR 2RI R AEA, Rl AE “Task” 1 T+ 45
S NALIISER (U AR FIFEAS, N ACKBATEXSTE).

Fie Edt Analyss Tools Hep |

[i£] New Experiment » (25 Open... [ Save - B Cose [ Import... - &9 Create Side... & PrintReport...

m Experiment: ViiA796-Well Com ya... Type: Comparative Cr (AACT) Reagents: TagMan® Reagents

.
Heart
Lver :Ip g & i Ban _ Ban_ _Ba@n o
m o P | u [ R R o o
| | el il il i i e i
o ol il il b To o To Jo o
NET— EeEsES
+ il il il i (i i i i i il
| [
! . Brain Bran Brain ver ver
* ol il [ i .

5. % “Setup” T I¥1“Run Method” L Thl, 4m%Eiz (T 544

Run Method
| | Reaction Volume perwel: [ 50|yl Cmmm— ffﬁ)\ )ﬁ}ﬁﬁsf}:{
\ Setup —
Experiment
Properti
Define
Assign Hold Stage PCR Stage
Number of Cycles: |40 <
[J Enable AutoDelta
Starting Cycle:
100 °C |
95.0 °C 95.0 °C
10:00 1.6°C/s  00:15
75 °C_|
/1.6 °C/s
Y .
o o 2 S % B ]
— 50.0 °C =
— A °
// 02:00 =
/ 1.6 °C/s T
LS & MR B o 2R A
Wik Ebr A me R,
=] Py
HRfESIEFRE
orc
Step1 Step2 Step1 Step2
<
Legend
[ Data Collection On * = Data Collection Off A AutoDelta On A AutoDetta Off
A
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6. LEF“Run” T HJ“Amplification Plot” Ft1fj, &7 “Save As” A7 A4,
milr “Start Run” JFARIEAT o

I ViiA™ 7 Software v1.2.2

File Edit Instrument Analysis Tools Help

] New Experiment ~ [ Open}. [ Save ~ Create Slide... £3 Print Report...

RAE LA

E] Experiment: 2014-04-29 102946 Type: Comparative Cr (AACY)

Run Status

Run Status: Not Started

Temperature Plot

Amplification Plot

7. LB IEATEE R G, HEAN“Analysis” 7L, AiA B A “Analyze” 2
ot e BT e

File Edt Instrument Analyss Tools Help

Z] New Experiment ~ (25 Open... ld Save - &5 Close [ Import... - & Create Side... & Print Report...

E] Experiment: ViiA796-4g

Amplification Plot
Plot Settings -

2
Plot Type:|ARn vs Cycle v | Graph Type:|log v | Plot Color: Well

= =

T E

W

Amplification Plot

El

Analysis

—— T
- B R HERI

1

¢ [

Multicomponent

o g A\\ o r Brain Brain Brain Liver Liver Liver
\ oA _ 8o 1o To To o [o o fofurlo To T
QC Summary ﬁ:g ch:ﬁﬂ:. 7
o N AR ol L Brain  Brain Brain Liver Liver Liver
Multiple Plots View ‘\“ v T XY [l E “uaam
| \
00001 | | L | \ N
QC Plot [ | \ |
’ ! | Y ! Brain  Brain = Brain Liver
AR EEEREr R e e el aﬂa----
Cycle
tagens
HD | Brain = Brain Brain Liver Liver Liver
BNA Wg MC D MiE MNF BN MK 4 uﬂuﬂaﬂl
Options \

1 1
Target: |GAPDH | Threshold: [7] Auto s ﬂnuﬂﬂ Brain Bran Bran E ﬂ ﬁ

Show: [] Threshold — [] Baselne Start: Well ) Target & Baseine End: Wel

< 2 wels: [[] 60 [ 6 30 Empty ‘

A Well Summary: 1n Plate: 96 Set Up: 66 Analyzed: 66 Flagged: 15 Omitted by Analyss: 0 Omitted Manually: 0 Samples Used: 4 Targets Used: 2
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7.1 W EILLMBEL: AR “Auto” T H 2115 € Jk Lo 5]
HZk. BEBELERZ. BHEHETENZER, ¥ show J5H)
“Threshold” } “Baseline” B 4T 4) . 471Gl 4k ] b2 HIDAH M. F) 2
230 LR BB 25

0.001 P _ .
2 & 6 &8 10 12 1& 16 18 2 2 2 X 2 W BV ¥ B B/ &
Cycle w
Legens
BA BNg BNC BND M WF N T :
R ENBERER H 373 Hr 22 F B 4% G
/7 y,
( Options |{ /
Target: ZrRﬁNaiseTvJ Threshold: [¥] Auto | 1 ] Auto Baseline i!
We

— i > I >
well Sur % ﬂ_\-%a *” lﬁ‘l{ﬁﬁ Set Up: 96 Analyzed: 96 Flagged: 0

Amplification Plot

=
% %' pn74216

a
/4

FEREELNBIMEZL | |1

001 4

0.001 Lo MK ; /'] /2N F
g = 8 10 17 Wtw 18 2 2 24 22 B N B B B W &0
Cycle
Legens
BA BNc BiC Bip BN BEF W=~ = G‘
2 Auto
N o S
Target: [RNase P v: Threshold: [] Auto i0.074216 \ [J Auto Baseling H E
Show: Threshold — [/] Baseline Start: Well M Target & Baseline End: Well (M Target 4
wel

Well Summary: In Plate: 96 Set Up: 96 Anaiyzed: 96 Flagged: 0
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7.2 K d7”Gene Expression” & & Zit K 1A IR B

Fle Edit Instrument Analysis Tools Help |

[E] New Experiment +

0

5 open... [ Save - Ef Cose (g Import.. + &9 Create Side... £ PrintReport...

Experiment: ViiA796-Well... Type: Comparative Ct (AA... Reagents: TagMar

Rea... ’)\mhwzu Analysis Settings z

Gene Evpression
ettings

Plot Type:[RQ vs Sample | Graph Type: [Linear | Orientation: [Vertical £

Sample  Target CT Mean | ACT Me... ACT SE
Lung TGF-B 30.115 -1.921 0.13
O Heart TGF-B 29.135 -3.118 0.17
O  Brmn TGF-B 27.529 -4.639 0.03
Liver TGF-8 29.799 -2.266 0.15

[] Save current settings as the default 4
2
3
4
5 Lung GAPDH 32.035
6
7
8

< >

RQ vs Sample

Heart GAPDH 32.253
Brain GAPDH 32.168
Liver GAPDH 32.065

Analysis

. 5.18

[T

Amplification Plot

Multicomponent 400
Plot

Raw Data Plot 2,

RQ
8

QC Summary

Multiple Plots View 225

200 1.804
QC Plot 175

Sample

[ R

P —— e ———| ]

4 well Summary: In Piste: 96 Set Up: 66 Ansiyzed: 66 Fiagged: 15 Omitted by Analyss: 0 Omitted Manually: 0 Samples Used: 4 Targets Used: 2

7.3 X} T SYBR Green 5L, fE“Melt Curve Plot” 5L H 25 & IAfif ph 25 .

Melt Curve Plot
Plot Settings
Plot Derivative Report... v | Target Al | Color [sample v

~

["] save current settings as the defaut

P L apE

Melt Curve Plot

Derivative Reporter (-Rn’)

650 700 750 800 85.0 %00 950

Temperature (°C)

Legens
B sample 1
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7.4 F“QC Summary” 45 R R MALELE R H LU, SHIE A=
i, B LRREBHE—MEN, 2 REEWMIHN, LAtk
K. FEAME B ST 0] LLAfE “Flag Details” H & & o
focomnary

Flag: Description Freg... Wells
AMPNC _|Amplfication in negative control H3, H6, H12

>

IBADROX _|Bad passive reference signal
OFFSCALE|Fluorescence is offscale
HIGHSD _|High standard devition in replicat...[12 AL, A2, A3, A...
NOAMP__[No ampification
NOISE__|Nokse higher than others in pte [A12
SPIKE [Noise spikes H12
INOSIGN...|No signal in wel
[OUTLIE... |Outher in replicate group

[EXPFAIL _|Exponential algorithm failed 2
Amplification Plot BLFAIL _[Baseline algorithm faled c
THOLD... [Thresholding algorithm faied 8 A7, A8, A9, A... E m m g g

CTFAIL _|Cr algorthm faied HO v O o P R T

Standard Curve

Flag: NOISE—Noise higher than others in plate 1 © | T T T T H-

Multicomponent

Plot Flag Detail: The wel produced more noise in the

2

-

o

v

i '
amplfication plot than otl Hm“

e Sapcme memermsa0 . SRR % 1 e e ﬂ
o]
|-
ms .

Flagged Wells: H12
e - S Rl b e
. Sa
gotofo fo fo fu f7 m

jiF v EERe v B
Targets Us...5 Elﬂu—-EIEIr':!

Samples U... 7 e A Bl L
wels: [l 84 B o [ 12 ozmowl

Multiple Plots View

Total Wels: 96 | Processed W...96 Manually Omitted W..
Welk Set...

96 | Flagged Wels: 56 Analysis Omitted W..,

A well Summary: 1n Plate: 96 Set Up: 96 Analyzed: 96 Flagged: 56 Omited by Analysis: 0 Omitted Manualy: 0 Samples Used: 7 Targets Used: 5

8. HiE S . FE”Export” 1 N5 H T E IR .

[J Auto Export Format :VIIA™ 7 v Export Data To: & One File O Separate Files Open file(s) when export s complete
Export Fie Location{D:\Applied Biosystems\VilA7 Softw] Export File Name:| ViiA7 96-Well 5t
3 P 95 5 L B
Clrewoss | @ 0 [ Resuts A/
Sowoes well Well Po... Sample ... Sample ... Biogrou... Biogrou... Target...
- 1A1 5K RNaseP A
2A2 5K RNase P
et 3A3 5K RGB(176,2... Riiase P
[ wel Postion 4A4 K RGB(176,2... RNase P
5AS 5K RGB(176,2... RhNase P
Sample Name 6 A6 SK RGB(176,2... RNase P
Epon 7A7 5K RGB(176,2... RNase P
Sample Color 848 K RGB(176,2... RNase P
9A9 5K RGB(176,2. RhNase P
Blogroup Hame 10A10 5K RGB(176 Rhiase P
Biogroup Color 11A11 5K RGB(176 RNase P
12A12 5K RGB(176,2 RNase P
Target Name 1381 5K RGB(176,2. RMNase P
1482 5K RGB(176 RNase P
Target Color 1583 5K RGB(176, Rhase P
16 R4 SK RGR(176.2. RNase P ¥
Task ¥ & £
: e e e
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ThermoFisher
SCIENTIFIC

53 HI BN SCRF AR 55

WAE60Z AN E KA X %A FrFab, 4
A % S B SCF A B IR 55 T
FEIW, St n] AZERRATM B 5 Pk BT %
Fein NEEASUE K FERIAEEE .

Life Sciences Solutions, Thermo Fisher Scientific
ek i : 8008208982/4008208982
FARSZHFIEHE: cntechsupport@lifetech.com
www.lifetechnologies.com

ARTFMHEGSZE, T AT SC IR i B 0 v
WA, AR ATE A )&j{e
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